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Background: Variation at the 9p21 locus, characterized by the rs2891168 SNP, is associated with susceptibility to a range of vascular diseases. 
We hypothesized that the locus has an impact on vascular expression of the cell cycle inhibitors p16/CDKN2A and p15/CDKN2B leading to 
respective alterations of vascular function.
Methods: The study population consisted of 195 patients undergoing coronary artery surgery. Aortic distensibility was assessed by vascular 
magnetic resonance in descending thoracic aorta. Vascular gene expression of p16/CDKN2A and p15/CDKN2B was estimated in internal 
mammary arteries (ΙΜΑ) and saphenous veins (SV). Endothelial and smooth muscle cell vasomotor responses to acetylcholine (ACh) and sodium 
nitroprusside (SNP) respectively were determined ex-vivo.
Results: rs2891168 G-allele was associated with decreased distensibility in proximal descending aorta (Fig. A) but this was not explained by 
variation in vasomotor responses of vascular tissue to ACh or SNP (Fig B). CDKN2A gene expression was up regulated in patients with a G allele (Fig 
C). CDKN2B gene did not vary by rs2891168 genotype (Fig. D).
Conclusions: Genetic variability at the 9p21 locus is associated with stiffer aorta and increased expression of p16/CDKN2A in patients with 
extensive coronary disease. These findings indicate patients who carry the rs2891168 risk allele have a more aged vascular phenotype when they 
present for surgery but this is not due to variation in endothelial or smooth muscle cell function.
